Engineer in scientific computing : 3D image analysis, visualization, modeling

The Modelling and Image Analysis team at Institut Jean-Pierre Bourgin (INRAE Versailles) is
looking for a computer science engineer/developer to contribute to the development of image
processing and analysis libraries, 3D visualization tools, or software interfaces.

Our research activities are centered on image analysis and computer modeling. Our project aims at
deciphering the cellular bases of plant development and morphogenesis, by integrating different
scales from subcellular to organ levels and by combining complementary approaches. We develop
original methods and algorithms to quantify and to model imaging data (shape registration and
averaging, spatial statistical analysis of object distribution or of gene expression domains, image-
based computational modeling of tissue and organ growth, etc.). These developments are integrated
into a suite of libraries and software tools that are made available to the community.

The recruited engineer will contribute to these developments. The project(s) s/he will join and the
tasks s/he will be assigned will be defined based on background and previous experience. Possible
options include HPC implementation of image analysis algorithms or morphogenetic models
(OpenACC), implementation of machine learning-based solutions, development of new
functionalities for 3D graphics rendering tools (OpenGL), or development of new plugins for the
Free-D software (Qt).

Required skills : C++ (mandatory), and at least one among : scientific high-performance computing
(OpenMP, OpenACC, or OpenCL), image processing and analysis, 3D graphics (OpenGL),
development of software interfaces (Qt).

Required profile : Master or engineer in computer science or applied mathematics.

The position is open for at least 12 months (with possibility of extension) and should start as soon
as possible. The net salary will depend on experience.

Contact
Philippe Andrey : philippe.andrey@inrae.fr ; 01 30 83 33 50.
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