
      
 

Open position for a research technician in molecular and cellular biology 
 

IGH, CNRS Montpellier 
 
 

Project: Systematic analysis of gene expression in single cells by high throughput imaging 
of single mRNAs 
Characterizing gene expression at the level of single cells and in the context of the native cellular space 
is a challenge that is driving important scientific breakthroughs. Messenger RNAs are synthesized at 
their gene in the nucleoplasm and translated into proteins at specific cytoplasmic locations. Single 
molecule FISH (smFISH) identifies and localizes all mRNA molecules produced by a given gene, in 
every cell of large populations. SmFISH thus possesses unique advantages to study gene expression, 
mRNA localization and local translation. In this project, the candidate will use innovative smFISH 
methods to perform large scale smFISH screens. In particular, the candidate will image thousands of 
mRNA in neuronal cell culture to measure RNA localization in dendrites and axons, and determine how 
this is altered in neurodegenerative diseases such as Fragile X syndrome or spinal muscular atrophy. 
The candidate will also manipulate neurogenic iPS cells by CRISPR/Cas9 to create mutant cell lines 
mimicking these diseases. The candidate will work in an interdisciplinary environment with teams in 
computer vision and biophysics (Thomas Walter lab at the Ecole des Mines in Paris, 
https://www.minesparis.psl.eu/Services/Annuaire/thomas-walter; Florian Müller in Pasteur, 
https://research.pasteur.fr/fr/member/florian-muller/). These teams will analyze the images produced by 
the person hired. 
 

Requirements: Master in Life Sciences. Theoretical and practical experience in molecular and cellular 
biology techniques. Skills in imaging and large scale screens will be a plus. The candidate should be 
interested to work within an inter-disciplinary environment, and to work autonomously while integrated 
in a team. 
 

Where: Edouard Bertrand lab at the IGH/CNRS in Montpellier (https://www.igh.cnrs.fr/en/). 
 

When: September 1st, 2022; 2 year contract with possibilities for extension. 
 

Application: Please provide a motivation letter, CV and contact details of previous supervisors. 
Application should be sent to Dr. Edouard Bertrand (edouard.bertrand@igh.cnrs.fr). Deadline: July 5th. 
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